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-0.6 -0.8 -0.6 -0.8 0.6 -0.6 0.6 -0.6 -0.6 0.6 0.8 -0.6 -0.6 -0.6 0.6 0.8 -0.6 0.6 Alkaloid biosynthesis I
0.91 0.82 0.86 0.91 0.82 0.91 0.73 0.86 0.82 0.95 0.91 0.91 -0.9 0.68 0.82 0.59 0.59 0.77 Aminoacyl-tRNA synthetases
-0.9 0.57 0.86 -0.7 -0.6 -0.6 -0.7 0.86 0.57 -0.7 -0.7 -0.7 -0.7 -0.6 -0.7 -0.7 -0.6 -0.9 Ascorbate and aldarate metabolism
0.7 0.7 0.83 0.83 0.74 0.83 0.65 0.74 0.87 0.74 0.74 0.83 0.57 0.74 0.61 0.61 -0.5 0.74 Basal transcription factors

0.92 0.62 0.92 0.85 0.54 0.69 0.85 -0.5 0.85 0.92 0.62 0.69 -0.5 -0.6 0.54 0.62 0.77 -0.7 Biosynthesis of steroids
-0.9 -0.8 -0.9 -0.9 -0.9 -0.9 0 -0.9 -0.8 -0.8 -0.9 -0.9 1 -0.9 0.63 0.75 -0.6 -0.8 Blood group glycolipid biosynthesis-lactoseries
-0.8 -0.8 -0.8 -0.8 0 -0.8 0.67 0 -0.7 -0.8 -0.6 -0.8 1 0.67 0.67 -0.6 -0.7 0.58 C21-Steroid hormone metabolism
-0.8 -0.8 -0.9 -0.8 -0.7 -0.7 -0.7 -0.7 -0.8 -0.8 -0.7 -0.7 0.65 0.57 0.55 0.58 0.58 0.61 Cell adhesion molecules (CAMs)
-0.8 -0.7 -0.8 -0.8 -0.7 -0.8 -0.5 -0.5 -0.7 -0.7 -0.7 -0.7 0.69 0.67 0.67 0.64 0.6 0.57 Complement and coagulation cascades
-0.8 -0.7 0 0 -0.7 -0.8 0 -0.8 0 -0.7 -0.7 -0.8 0.67 0 -0.7 0 0.67 -0.7 Ethylbenzene degradation

1 0.8 0.6 1 1 0.8 -0.6 0.6 0.6 1 1 0.8 -1 -0.8 -0.6 0.8 -0.6 -0.8 Glyoxylate and dicarboxylate metabolism
-1 -1 0 -1 1 0 0 1 1 0 1 0 1 1 0 0 0 0 High-mannose type N-glycan biosynthesis

-0.7 -0.7 -0.7 -0.7 -0.9 -0.9 -0.6 -0.6 -0.7 -0.7 -0.9 -0.9 0.86 0.57 -0.6 0.57 -0.6 0.71 Keratan sulfate biosynthesis
-0.8 -0.8 -0.8 -0.8 -0.6 -0.8 0.56 -0.7 -0.9 -0.8 0.56 -0.8 0.94 0.61 0 0.78 0.78 0.83 Linoleic acid metabolism
-0.6 -0.8 -0.9 0 0.55 -0.6 0.73 -0.7 0 -0.5 0 -0.6 0.95 0 0.68 -0.5 -0.6 -0.6 Maturity onset diabetes of the young

-1 -1 -1 -1 0 -1 0 -1 -1 -1 0 -1 1 0 0 0 1 1 Monoterpenoid biosynthesis
-0.8 -0.8 -0.7 -0.8 -0.5 -0.8 0.6 -0.7 -0.7 -0.6 -0.5 -0.8 0.9 0.61 0.62 0.84 0.54 0.57 Neuroactive ligand-receptor interaction
0.8 0.7 0.8 0.8 0.6 0.6 0.6 0.7 0.9 0.8 0.6 0.7 -0.7 0.6 0.7 0.9 0.6 0.6 One carbon pool by folate

1 1 0.96 1 0.96 1 1 1 1 1 1 1 -0.8 0.63 0.93 0.81 0.67 0.78 Proteasome
0.79 0.85 0.77 0.83 0.83 0.79 0.77 0.85 0.81 0.89 0.81 0.83 0.6 0.7 0.81 0.66 0.55 0.66 Pyrimidine metabolism

1 0 0.67 1 0.67 0.83 0.67 0 0.67 1 0.67 0.83 -0.8 -0.7 -0.7 0.83 -0.7 -1 Reductive carboxylate cycle (CO2 fixation)
-1 -1 0 -1 0 -1 -1 0 -1 -1 -1 -1 0 0 -1 0 -1 1 Retinol metabolism

0.97 0.97 0.92 0.95 0.68 0.97 -0.5 0.98 0.92 0.67 0.67 0.97 -0.9 -0.6 0.67 -1 0.55 0.64 Ribosome
0.8 0.9 0.9 0.9 0.9 0.8 0.8 0.9 0.9 0.9 0.8 1 -0.9 0.6 0.8 0 -0.6 0 RNA polymerase

-0.8 -0.7 -0.8 -0.8 -0.7 -0.8 -0.7 0 -1 -0.7 -0.7 -0.8 0.83 -0.7 -0.7 0.83 0.83 0.83 Stilbene, coumarine and lignin biosynthesis
-0.7 -0.8 0 -0.7 0 -0.8 0 -0.8 0.67 0.67 0.67 -0.8 0.83 0 0.83 0 0.83 0 Taurine and hypotaurine metabolism

1 1 1 1 0 0.75 0.75 0 1 1 0 1 -0.8 -0.8 0 -0.8 0.75 0 Terpenoid biosynthesis
-1 0 0 -1 -1 0 -1 0 0 -1 -1 0 0 -1 -1 -1 -1 -1 Tetrachloroethene degradation

-0.8 -0.8 -0.8 -0.7 -0.7 -0.7 -0.6 -0.8 -0.7 -0.7 -0.7 -0.7 0.79 0.6 0.73 0.55 -0.5 0.55 Type I diabetes mellitus
0.62 0.62 0.86 0.76 0.86 0.81 0.52 0.76 0.76 0.9 0.76 0.71 0.52 0.81 0.71 0.76 -0.7 -0.5 Ubiquitin mediated proteolysis
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-0.8 -0.7 -0.6 -0.7 -0.6 -0.7 -0.7 -0.7 -0.5 -
-0.6 -0.7 -0.7 0.52 0.61 -0.7 0.65 -0.5 0.52
-0.6 -0.8 -0.6 -0.8 0.6 -0.6 0.6 -0.6 -0.6
0.91 0.82 0.86 0.91 0.82 0.91 0.73 0.86 0.82
0.71 0.71 0.86 0.71 0.57 0.71 1 0.71 0.71 0
0.59 -0.5 0.71 0.59 0.65 0.76 0.65 -0.5 0.65
-0.7 -0.7 -0.6 -0.7 -0.6 -0.7 0.59 -0.6 0.52
-0.7 -0.7 -0.8 -0.7 -0.6 -0.7 0.58 -0.6 -0.7 -
-0.8 -0.8 -0.8 -0.8 -0.6 -0.7 -0.6 -0.6 -0.8
-0.9 0.57 0.86 -0.7 -0.6 -0.6 -0.7 0.86 0.57
0.72 0.6 0.6 0.72 0.68 0.68 0.64 0.52 0.6
0.7 0.7 0.83 0.83 0.74 0.83 0.65 0.74 0.87

0.92 0.62 0.92 0.85 0.54 0.69 0.85 -0.5 0.85
-0.9 -0.8 -0.9 -0.9 -0.9 -0.9 0 -0.9 -0.8
-0.9 -0.8 -0.8 -0.8 0 -0.6 0 -0.6 0
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0.7 -0.7 -0.7 0.53 -0.5 -0.7 0.6 0.6 -0.7 1- and 2-Methylnaphthalene degradation
0.7 0.61 -0.6 0.87 0.74 0.7 0.87 -0.6 0.61 ABC transporters - General
0.6 0.8 -0.6 -0.6 -0.6 0.6 0.8 -0.6 0.6 Alkaloid biosynthesis I

0.95 0.91 0.91 -0.9 0.68 0.82 0.59 0.59 0.77 Aminoacyl-tRNA synthetases
.86 0.57 0.71 -0.6 0.57 0.71 -0.6 -0.6 0.57 Aminophosphonate metabolism

0.59 0.53 0.76 0.59 -0.5 -0.6 0.59 -0.7 0.71 Amyotrophic lateral sclerosis (ALS)
-0.5 -0.6 -0.7 0.81 0.63 0.63 0.67 -0.7 -0.5 Androgen and estrogen metabolism
0.7 -0.6 -0.7 0.64 0.65 0.68 0.55 0.58 0.58 Antigen processing and presentation

-0.6 -0.6 -0.7 0.76 0.59 0.53 0.62 0 0.59 Arachidonic acid metabolism
-0.7 -0.7 -0.7 -0.7 -0.6 -0.7 -0.7 -0.6 -0.9 Ascorbate and aldarate metabolism
0.8 0.72 0.64 -0.7 -0.9 -0.6 -0.6 -0.6 -0.8 ATP synthesis

0.74 0.74 0.83 0.57 0.74 0.61 0.61 -0.5 0.74 Basal transcription factors
0.92 0.62 0.69 -0.5 -0.6 0.54 0.62 0.77 -0.7 Biosynthesis of steroids
-0.8 -0.9 -0.9 1 -0.9 0.63 0.75 -0.6 -0.8 Blood group glycolipid biosynthesis-lactoseries

0 0 -0.6 1 0 0 0.88 0 0 Blood group glycolipid biosynthesis-neolactoseries
-0.8 -0.8 -0.8 -0.8 0 -0.8 0.67 0 -0.7 -0
-0.6 -0.8 -0.7 -0.6 -0.5 -0.7 0.59 -0.7 -0.6
0.63 0.75 0.75 0.75 0 0.63 0 0.63 0.63
-0.8 -0.8 -0.9 -0.8 -0.7 -0.7 -0.7 -0.7 -0.8
-0.7 -0.6 -0.7 -0.7 -0.6 -0.6 -0.7 -0.6 -0.7 -
0.66 0.61 0.75 0.67 0.74 0.68 0.66 0.73 0.74
0.63 0.75 -0.6 0.63 0.75 0 -0.6 0.75
0.67 -0.6 0.67 0.78 0.78 0.67 0.67 0.67 0.89
-0.8 -0.7 -0.8 -0.8 -0.7 -0.8 -0.5 -0.5 -0.7 -
-0.8 -0.8 -0.8 -0.8 -0.6 -0.7 0.52 -0.6 -0.7
-0.8 -0.7 0 0 -0.7 -0.8 0 -0.8 0 -
0.7 0 0.6 0.8 -0.6 0 -0.6 0 0

-0.7 -0.7 -0.6 -0.6 -0.6 -0.6 0.55 -0.6 0.55
-0.8 -0.7 -0.6 -0.8 -0.5 -0.6 -0.6 -0.5 -0.5
-0.7 -0.8 -0.6 -0.7 -0.6 -0.7 0.57 -0.7 0.51
-0.7 -0.7 -0.7 -0.7 -0.7 -0.6 -0.6 -0.7 -0.6 -0

1 0.8 0.6 1 1 0.8 -0.6 0.6 0.6
-0.6 -0.7 -0.8 -0.6 -0.7 -0.7 0.53 -0.7 -0.6
-0.7 -0.7 -0.8 -0.8 -0.6 -0.7 -0.6 -0.6 -0.8 -0

-1 -1 0 -1 1 0 0 1 1
-0.7 -0.8 -0.6 -0.7 -0.6 -0.6 0.5 -0.5 -0.6 -
-0.7 -0.7 -0.7 -0.7 -0.9 -0.9 -0.6 -0.6 -0.7
-0.8 -0.8 -0.8 -0.8 -0.6 -0.8 0.56 -0.7 -0.9
-0.6 -0.8 -0.9 0 0.55 -0.6 0.73 -0.7 0 -
-0.8 -0.6 -0.7 -0.7 -0.5 -0.7 -0.6 -0.6 -0.7

-1 -1 -1 -1 0 -1 0 -1 -1
-0.7 -0.8 -0.7 -0.7 -0.5 -0.6 0.55 -0.6 -0.6
-0.8 -0.8 -0.7 -0.8 -0.5 -0.8 0.6 -0.7 -0.7 -
0.75 0 1 0.75 0 0.75 1 0.75 0.75 0
-0.8 -0.8 -0.8 -0.6 -0.6 -0.7 -0.7 -0.7 -0.7

0 -0.6 0.88 0.75 -0.6 0.63 0 0 0.88
0.8 0.7 0.8 0.8 0.6 0.6 0.6 0.7 0.9

0.79 0.73 0.74 0.77 0.79 0.77 0.71 0.65 0.73
-0.7 -0.5 -0.7 -0.6 -0.7 -0.7 -0.8 -0.5 -0.6
0.83 -0.6 0 0.75 0.67 0.75 0.58 0.67 0.67
-0.8 -0.8 0 0 0 -0.6 -0.8 -0.6 0 0
-0.7 -0.7 -0.7 -0.7 -0.6 -0.7 -0.6 -0.7 -0.7
0.73 0.64 0.64 0.73 -0.5 0.64 -0.6 0.64 -0.7

1 1 0.96 1 0.96 1 1 1 1
0.75 1 0.75 0.75 0.75 0.75 -0.6 0.75 0.88
0.79 0.85 0.77 0.83 0.83 0.79 0.77 0.85 0.81

1 0 0.67 1 0.67 0.83 0.67 0 0.67
-1 -1 0 -1 0 -1 -1 0 -1

0.97 0.97 0.92 0.95 0.68 0.97 -0.5 0.98 0.92
0.8 0.9 0.9 0.9 0.9 0.8 0.8 0.9 0.9

-0.8 -0.7 -0.8 -0.8 -0.7 -0.8 -0.7 0 -1
-0.7 -0.6 -0.7 -0.6 -0.6 -0.6 -0.6 -0.7 -0.9
-0.7 -0.8 0 -0.7 0 -0.8 0 -0.8 0.67

1 1 1 1 0 0.75 0.75 0 1
-1 0 0 -1 -1 0 -1 0 0

-0.8 -0.8 -0.8 -0.7 -0.7 -0.7 -0.6 -0.8 -0.7
0.62 0.62 0.86 0.76 0.86 0.81 0.52 0.76 0.76
0.56 -0.6 0.78 0.67 0.78 0.56 0.67 0.78 0.78

CL-T CL-N

.8 -0.6 -0.8 1 0.67 0.67 -0.6 -0.7 0.58 C21-Steroid hormone metabolism
-0.5 -0.6 -0.7 0.79 0.54 0.62 0.71 -0.5 0.51 Calcium signaling pathway

1 0.63 -0.6 -0.6 0 0 0.75 -0.6 -1 Caprolactam degradation
-0.8 -0.7 -0.7 0.65 0.57 0.55 0.58 0.58 0.61 Cell adhesion molecules (CAMs)
0.6 -0.6 -0.6 0.55 0.56 0.57 0.58 -0.6 0.55 Cell Communication

0.76 0.74 0.68 0.62 0.76 0.66 0.78 -0.5 0.67 Cell cycle
0 0 0 0 -0.6 0.88 0.63 -0.6 -0.6 0.75 Chondroitin / Heparan sulfate biosynthesis

0.67 0.78 0.67 -0.6 0.89 0.89 0.67 -0.6 -0.6 Circadian rhythm
0.7 -0.7 -0.7 0.69 0.67 0.67 0.64 0.6 0.57 Complement and coagulation cascades

-0.6 -0.6 -0.7 0.83 0.63 0.61 0.72 0.53 0.67 Cytokine-cytokine receptor interaction
0.7 -0.7 -0.8 0.67 0 -0.7 0 0.67 -0.7 Ethylbenzene degradation
0.7 -0.7 -0.6 -0.8 0 -0.6 0.6 -0.7 -0.7 Fatty acid elongation in mitochondria

-0.6 -0.6 -0.6 0.82 -0.6 0.55 0.73 0.64 0.55 Globoside metabolism
-0.6 -0.6 -0.7 0.59 0.51 -0.6 0.59 -0.5 -0.6 Glycerolipid metabolism
0.51 -0.6 -0.7 0.74 0.57 0.51 0.63 0.63 0.51 Glycerophospholipid metabolism

.7 -0.6 -0.6 0 0 -0.6 0.67 0.56 0.67 Glycosphingolipid metabolism
1 1 0.8 -1 -0.8 -0.6 0.8 -0.6 -0.8 Glyoxylate and dicarboxylate metabolism

-0.5 -0.7 -0.7 0.77 0 0.6 0.7 0.53 0.57 Hedgehog signaling pathway
.7 -0.6 -0.7 0.79 0.55 -0.6 0.7 0.53 0.65 Hematopoietic cell lineage
0 1 0 1 1 0 0 0 0 High-mannose type N-glycan biosynthesis

0.6 -0.5 -0.6 0.75 0.68 0.58 0.68 0.53 0.61 Jak-STAT signaling pathway
-0.7 -0.9 -0.9 0.86 0.57 -0.6 0.57 -0.6 0.71 Keratan sulfate biosynthesis
-0.8 0.56 -0.8 0.94 0.61 0 0.78 0.78 0.83 Linoleic acid metabolism
0.5 0 -0.6 0.95 0 0.68 -0.5 -0.6 -0.6 Maturity onset diabetes of the young

-0.6 -0.5 -0.7 0.7 -0.6 -0.6 0.68 0.59 0.55 Metabolism of xenobiotics by cytochrome P450
-1 0 -1 1 0 0 0 1 1 Monoterpenoid biosynthesis

-0.6 -0.5 -0.6 0.77 0.59 0.62 0.67 -0.5 0.61 Natural killer cell mediated cytotoxicity
0.6 -0.5 -0.8 0.9 0.61 0.62 0.84 0.54 0.57 Neuroactive ligand-receptor interaction
.75 0 0.75 -0.8 0.75 0.75 -0.8 -0.8 0 Nitrobenzene degradation

-0.6 -0.6 -0.8 0.81 0.63 -0.6 0.75 0.63 -0.7 Nitrogen metabolism
0.75 0 0.63 0.88 0.88 0.63 0.75 -0.6 0.75 O-Glycan biosynthesis
0.8 0.6 0.7 -0.7 0.6 0.7 0.9 0.6 0.6 One carbon pool by folate

0.84 0.82 0.74 -0.7 -0.8 -0.6 0 -0.6 -0.7 Oxidative phosphorylation
0.55 -0.6 -0.7 -0.6 0.55 0.64 0.64 -0.6 0.55 Pantothenate and CoA biosynthesis
0.92 0.58 0.75 0.67 0 0.75 -0.7 -0.7 0.67 Parkinson's disease
.63 0.63 -0.6 0.75 0 -0.8 0.88 0.63 0.63 Pentose and glucuronate interconversions

-0.7 -0.6 -0.8 0.62 0.54 -0.7 0.62 0.62 0 Phenylalanine metabolism
0.55 -0.7 0.73 -0.7 0.73 -0.8 -0.6 -0.7 0.55 Prion disease

1 1 1 -0.8 0.63 0.93 0.81 0.67 0.78 Proteasome
0.88 0.75 0.75 -0.9 -0.9 -0.9 -0.9 -0.6 0 Protein export
0.89 0.81 0.83 0.6 0.7 0.81 0.66 0.55 0.66 Pyrimidine metabolism

1 0.67 0.83 -0.8 -0.7 -0.7 0.83 -0.7 -1 Reductive carboxylate cycle (CO2 fixation)
-1 -1 -1 0 0 -1 0 -1 1 Retinol metabolism

0.67 0.67 0.97 -0.9 -0.6 0.67 -1 0.55 0.64 Ribosome
0.9 0.8 1 -0.9 0.6 0.8 0 -0.6 0 RNA polymerase

-0.7 -0.7 -0.8 0.83 -0.7 -0.7 0.83 0.83 0.83 Stilbene, coumarine and lignin biosynthesis
-0.9 -0.6 -0.6 0.71 -0.7 -0.7 -0.6 -0.7 0.71 Streptomycin biosynthesis
0.67 0.67 -0.8 0.83 0 0.83 0 0.83 0 Taurine and hypotaurine metabolism

1 0 1 -0.8 -0.8 0 -0.8 0.75 0 Terpenoid biosynthesis
-1 -1 0 0 -1 -1 -1 -1 -1 Tetrachloroethene degradation

-0.7 -0.7 -0.7 0.79 0.6 0.73 0.55 -0.5 0.55 Type I diabetes mellitus
0.9 0.76 0.71 0.52 0.81 0.71 0.76 -0.7 -0.5 Ubiquitin mediated proteolysis

0.78 0.78 0.56 -0.6 0.56 0.67 0.67 0.67 0.56 Valine, leucine and isoleucine biosynthesis

T-N


